
2.0

GN
AZ

_H
sa

p_
45

04
05

1

LO
C

10
01

85
86

3_
C

in
t_

19
84

20
96

4

LACBIDRAFT_335307_Lbic_170118060

P
bla1000014376_P

bla_P
bla1000014376

NAEG
RDRAFT_44850_Ngru_284083518

N
AE

G
R

D
R

AF
T_

49
27

5_
N

gr
u_

28
40

90
64

8
TV

A
G

_274750_Tvag_121905178

MONBRDRAFT_25538_Mbre_167523020

gpa-2_Cele_17561830

N
AE

G
R

D
R

AF
T_

70
76

7_
N

gr
u_

28
40

87
64

8

CC1G_02038_Ccin_169847381

LACBIDRAFT_311077_Lbic_170091216

NA
EG

RD
RA

FT
_6

58
33

_N
gr

u_
28

40
92

65
3

gpa-7_Cele_17540930

gpa-14_Cele_71980447

CNE04450_Cneo_58267920

gp
a-4

_C
ele

_2
51

44
86

8

G
P

A
2_

S
ce

r_
63

20
85

8

CC1G_05507_Ccin_169864694
gi1

_C
int

_7
40

96
23

9

GNA13_Hsap_24111250

LACBIDRAFT_314982_Lbic_170116398

gpaF_Ddis_66810930

gpa-1_Cele_17561828

GNAQ_Hsap_40254462

gpa-8_Cele_17561834

MONBRDRAFT_34038_Mbre_167535208TV
A

G
_374970_Tvag_123413467

GPA1_Tpse_220972127
gpa1_Spom

_19112752

NA
EG

RD
RA

FT
_5

04
04

_N
gr

u_
28

40
88

85
0

NAEGRDRAFT_38654_Ngru_284092652

CC1G_13233_Ccin_116497419

N
AE

G
R

D
R

AF
T_

58
33

8_
N

gr
u_

28
40

89
75

8

A
N

10
16

.2
_A

ni
d_

67
51

76
30

C
N

I0
05

20
_C

ne
o_

58
27

12
74

C
C

1G
_02876_C

cin_169843128

NE
M

VE
DR

AF
T_

v1
g1

77
37

8_
Nv

ec
_1

56
40

82
21

CC1G_11436_Ccin_116501103

CC1G_00623_Ccin_169845449

C
N

A
01680_C

neo_58258231

LACBIDRAFT_304372_Lbic_164640302

N
AE

G
R

D
R

AF
T_

73
16

2_
N

gr
u_

28
40

85
49

0

P
bla1000003463_P

bla_P
bla1000003463

Eh
ux

10
00

01
44

06
_E

hu
x_

Eh
ux

10
00

01
44

06

N
A

E
G

R
D

R
A

FT
_7

25
48

_N
gr

u_
28

40
85

95
0

GP_ALPHA_1_Atha_15225278

gpaB_Ddis_66819139

GPA2_Tpse_220970575

A
N

0651.2_A
nid_67516739

gp
a2

_S
po

m
_1

91
14

71
5

NAE
GRDRAF

T_
78

21
8_

Ngru
_2

84
09

56
42

XLG3_Atha_15222516

NAEG
RDRAFT_81534_Ngru_284084915

Smoe1000018562_Smoe_Smoe1000018562

P
bla1000001769_P

bla_P
bla1000001769

G-oa
lph

a4
7A

_D
mel_

28
57

33
33

N
A

E
G

R
D

R
A

FT
_5

91
63

_N
gr

u_
28

40
86

15
6

gpa-17_Cele_17556474

XLG1_Atha_18400284

CC1G_10888_Ccin_169864838

GNAL_Hsap_4504043EHI_1
86

91
0_

Ehis
_6

74
82

16
1

M
ONBRDRAFT_37969_M

bre_167526914

TVAG
_301380_Tvag_123484793

Ehux1000031176_Ehux_Ehux1000031176

GNA15_Hsap_156104883

N
AEG

R
D

R
AFT_56354_N

gru_284084712

sp
nA

_D
dis

_6
68

19
21

3

Bden1000002254_Bden_Bden1000002254

NAEGRDRAFT_78103_Ngru_284095980

TV
A

G
_453150_Tvag_121899436

N
AE

G
R

D
R

AF
T_

76
05

0_
N

gr
u_

28
40

82
60

0

NEMVEDRAFT_v1g242737_Nvec_156220599

G
-ia

lph
a6

5A
_D

m
el_

17
13

77
90

LACBIDRAFT_314065_Lbic_170092633

N
AE

G
R

D
R

AF
T_

59
43

8_
N

gr
u_

28
40

85
00

2

gpa-15_Cele_17507903

gpaE_Ddis_66808153

G
NA

T2
_H

sa
p_

20
33

08
05

LACBIDRAFT_296426_Lbic_164644875

GNA12_Hsap_42476111

CC1G_02317_Ccin_116508035

NAEG
RDRAFT_78186_Ngru_284095754

Ehux1000005698_Ehux_Ehux1000005698

N
A

E
G

R
D

R
A

FT
_6

54
15

_N
gr

u_
28

40
92

80
8

GNAO
1_

Hsa
p_

10
56

78
16

NEMVEDRAFT_v1g234118_Nvec_156403720

Smoe1000008383_Smoe_Smoe1000008383gpa-13_Cele_25145836

LACBIDRAFT_299500_Lbic_170102482

gpa-10_Cele_17561838

gsa-1_Cele_71989417

gpa-3_Cele_17561832

TVAG
_452120_Tvag_121914500

NAEGRDRAFT_79722_Ngru_284090770

egl-30_Cele_25145853

Pb
la

10
00

00
06

59
_P

bl
a_

Pb
la

10
00

00
06

59

G
NA

I1
_H

sa
p_

33
94

63
24

gpa-9_Cele_17561836

Galpha49B_Dmel_24653117

LA
C

B
ID

R
A

FT
_2

54
51

8_
Lb

ic_
17

01
12

98
1

NAEGRDRAFT
_6

37
04

_N
gru

_2
84

09
48

71

LO
C100

175
278

_C
int_

198
432

590

LACBIDRAFT_311085_Lbic_170091222

LACBIDRAFT_312269_Lbic_170113742

Bden1000000318_Bden_Bden1000000318

N
AE

G
R

D
R

AF
T_

66
02

7_
N

gr
u_

28
40

92
39

0
N

A
E

G
R

D
R

A
FT

_4
73

38
_N

gr
u_

28
40

93
39

8

gp
aK

_D
dis

_6
68

19
04

3

CC1G_02034_Ccin_116508650

EHI_1
40

35
0_

Ehis
_1

83
23

30
56

Ehux1000015986_Ehux_Ehux1000015986

B
den1000007007_B

den_B
den1000007007

CiGq_Cint_198421194
LACBIDRAFT_333606_Lbic_170114137

LA
C

B
ID

R
A

FT
_2

39
77

6_
Lb

ic_
16

46
37

31
7

gpaI_D
dis_66810686

Bden1000000316_Bden_Bden1000000316

N
AEG

R
D

R
AFT_47943_N

gru_284092774

gpa-5_Cele_17568405

NA
EG

RD
RA

FT
_7

01
22

_N
gru

_2
84

08
83

20

G
NA

I2_
Hs

ap
_4

50
40

41

Bden1000000317_Bden_Bden1000000317

P
bla1000012012_P

bla_P
bla1000012012

N
A

E
G

R
D

R
A

FT
_7

81
88

_N
gr

u_
28

40
95

75
7

LAC
BID

R
AFT_313081_Lbic_170114987

LACBIDRAFT_330434_Lbic_170106987

CC1G_08586_Ccin_169851895

go
a-1

_C
ele

_1
75

07
89

7

LO
C10

01
86

62
4_

Cint_
19

84
23

18
3

CG30054_Dmel_116007682

NEMVEDRAFT_v1g158666_Nvec_156406847

NA
EG

RD
RA

FT
_4

78
87

_N
gr

u_
28

40
92

61
3

Bden1000003804_Bden_Bden1000003804

N
AE

G
R

D
R

AF
T_

64
27

7_
N

gr
u_

28
40

94
11

3

gpaG_Ddis_66818855

Galpha49B_Dmel_24653115

P
bl

a1
00

00
00

89
6_

P
bl

a_
P

bl
a1

00
00

00
89

6

LA
C

B
ID

R
A

FT
_2

53
70

0_
Lb

ic_
17

01
10

49
6

CG17760_Dmel_116007684

TVAG
_389550_Tvag_121908686

LACBIDRAFT_318038_Lbic_164645831

GNAL_Hsap_33695153

NA
EG

RD
RA

FT
_6

53
29

_N
gr

u_
28

40
93

13
5 gpa-6_Cele_17568407

G-salpha60A_Dmel_17137796

LACBIDRAFT_296169_Lbic_170118777

LACBIDRAFT_308153_Lbic_170110825

AN
3090.2_Anid_67525265

gpa-14_Cele_86560884

G
N

AT
3_

H
sa

p_
15

61
39

15
5

LO
C100

178
782

_C
int_

198
427

934

cta_Dmel_116007450

GNA14_Hsap_4758444

XLG2_Atha_42567387

NEM
VE

DRAF
T_

v1
g2

37
53

2_
Nve

c_
15

62
11

43
2

GNAS_Hsap_117938762

NAEGRDRAFT_78229_Ngru_284095344

odr-3
_Cele_17562782

TV
A

G
_490430_Tvag_123975333

Smoe1000011331_Smoe_Smoe1000011331

G
N

AT
1_

H
sa

p_
22

02
75

22

N
A

E
G

R
D

R
A

FT
_6

54
13

_N
gr

u_
28

40
92

80
7

NA
EG

RD
RA

FT
_6

79
17

_N
gr

u_
28

40
90

59
0

LACBIDRAFT_248257_Lbic_164646112

gpaA_Ddis_66810796

Pbla1000009103_Pbla_Pbla1000009103

gpaD_Ddis_66808947

gpa-11_Cele_17534673

LACBIDRAFT_318851_Lbic_170097479

C
C

1G
_09275_C

cin_169848610

NAEG
RDRAFT_81587_Ngru_284084792

P
bl

a1
00

00
13

84
1_

P
bl

a_
P

bl
a1

00
00

13
84

1

P
bla1000012073_P

bla_P
bla1000012073

LA
C

B
ID

R
A

FT_240638_Lbic_164636088

Galpha73B_Dmel_17737609

NAEGRDRAFT_81338_Ngru_284085503

G
PA1_Scer_6321792

NAEGRDRAFT
_7

29
62

_N
gru

_2
84

08
56

00

Pb
la

10
00

00
26

66
_P

bl
a_

Pb
la

10
00

00
26

66

gpaJ_Ddis_66827241

GNA11_Hsap_115511049

LOC100185405_Cint_198416051

N
AE

G
R

D
R

AF
T_

80
59

7_
N

gr
u_

28
40

88
16

6

NAEGRDRAFT
_7

00
07

_N
gru

_2
84

08
85

93

NAEGRDRAFT_80
096

_N
gru

_28
408

963
0

LA
C

B
ID

R
A

FT
_3

07
94

2_
Lb

ic_
17

01
10

49
8

gpa-12_Cele_17568409

gp
a-1

6_
Cele

_1
75

10
71

9

gpaL_Ddis_66814430


